Supplementary File 1

Primers used to get HLAB-5801 PCR product:
Forward Primer: 5’ -GGCGGGGGCGCAGGACCTGA-3’

Reverse Primer: 5’ -GGAGGCCATCCCCGGCGACCTAT-3’

Sequence of HLAB-5801-Patient DNA using Forward primer:

57 -
GTCTCAGCCCCTCCTCGCCCCCAGGCTCCCACTCCATGAGGTATTTCTACACCGCCATGTCCCGGCCCGGCCGLGGG
GAGCCCCGCTTCATCGCAGTGGGCTACGTGGACGACACCCAGTTCGTGAGGTTCGACAGCGACGCCGCGAGTCCGAG
GACGGAGCCCCGGGCGCCATGGATAGAGCAGGAGGGGCCGGAGTATTGGGACGGGGAGACACGGAACATGAAGGCCT
CCGCGCAGACTTACCGAGAGAACCTGCGGATCGCGCTCCGCTACTACAACCAGAGCGAGGCCGGTGAGTGACCCCGG
CCCGGGGCGCAGGTCACGACTCCCCATCCCCCACGTACGGCCCGGGTCGCCCCGAGTCTCCGGGTCCGAGATCCGCC
TCCCTGAGGCCGCGGGACCCGCCCAGACCCTCGACCGGCGAGAGCCCCAGGCGCGTTTACCCGGTTTCATTTTCAGT
TGAGGCCAAAATCCCCGCGGGTTGGTCGGGGCGGGEGCEGEGGCTCGGGGGACGGGGCTGACCGCGGGGCCGGGGCCAG
GGTCTCACATCATCCAGAGGATGTATGGCTGCGACCTGGGGCCCGACGGGCGCCTCCTCCGCGGGCATGACCAGTCC
GCCTACGACGGCAAGGATTACATCGCCCTGAACGAGGACCTGAGCTCCTGGACCGCGGCGGACACCGCGGCTCAGAT
CACCCAGCGCAAGTGGGAGGCGGCCCGTGTGGCGGAGCAGCTGAGAGCCTACCTGGAGGGCCTGTGCGTGGAGTGGC
TCCGCAGATACCTGGAGAACGGGAAGGAGACGCTGCAGCGCGCGGGTACCA-3

Sequence of HLAB-5801-Patient DNA using Reverse primer:

5’_
CGCCCCCAGGCTCCCACTCCATGAGGTATTTCTACACCGCCATGTCCCGGCCCGGCCGCGGGGAGCCCCGCTTCATC
GCAGTGGGCTACGTGGACGACACCCAGTTCGTGAGGTTCGACAGCGACGCCGCGAGTCCGAGGACGGAGCCCCGGGL
GCCATGGATAGAGCAGGAGGGGCCGGAGTATTGGGACGGGGAGACACGGAACATGAAGGCCTCCGCGCAGACTTACC
GAGAGAACCTGCGGATCGCGCTCCGCTACTACAACCAGAGCGAGGCCGGTGAGTGACCCCGGCCCGGGGCGCAGGTC
ACGACTCCCCATCCCCCACGTACGGCCCGGGTCGCCCCGAGTCTCCGGGTCCGAGATCCGCCTCCCTGAGGCCGCGG
GACCCGCCCAGACCCTCGACCGGCGAGAGCCCCAGGCGCGTTTACCCGGTTTCATTTTCAGTTGAGGCCAAAATCCC
CGCGGGTTGGTCGGGGCGGGEGCGGEGCTCGGGGGACGGGGCTGACCGCGGGGCCGGGGCCAGGGTCTCACATCATCC
AGAGGATGTATGGCTGCGACCTGGGGCCCGACGGGCGCCTCCTCCGCGGGCATGACCAGTCCGCCTACGACGGCAAG
GATTACATCGCCCTGAACGAGGACCTGAGCTCCTGGACCGCGGCGGACACCGCGGCTCAGATCACCCAGCGCAAGTG
GGAGGCGGCCCGTGTGGCGGAGCAGCTGAGAGCCTACCTGGAGGGCCTGTGCGTGGAGTGGCTCCGCAGATACCTGG
AGAACGGGAAGGAGACGCTGCAGCGCGC-3”



The DNA sequence blasted with the NCBI nucleotide blast and showed 100% matching

to HLA-B*58:01 (Forward primer) as shown below (Supplementary File 1):

Homo sapiens HLA-B gene for HLA class | histocompatibility antigen B alpha chain precursor, complete cds, allele: B*58:01:01:03

Sequence ID: LC257744 1 Length: 4571 Number of Matches: 1
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The DNA sequence blasted with the NCBI nucleotide blast and showed 100% matching

to HLA-B*58:01 (Reverse primer) as shown below (Supplementary File 2):

Homo sapiens HLA-B gene for HLA class | histocompatibility antigen B alpha chain precursor, complete cds, allele: B*58:01:01:03

Sequence ID: LC257744.1 Length: 4571 Mumber of Matches: 1

Range 1: 1052 to 1849 SenBank Graphics
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