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M p__Firmicutes

B p__Actinobacteria

M p__Bacteroidetes
p__Fusobacteria

M p__Proteobacteria
p__Synergistetes

I p__Candidatus Saccharibacteria

M p__Spirochaetes
p__Ascomycota

B p__Chlamydiae

M Others

B o__Lactobacillales

B o__Actinomycetales

B o__Bacteroidales
o__Coriobacteriales

M o__Propionibacteriales
o__Selenomonadales

-~ W o__Fusobacteriales

B o__Bifidobacteriales
o__Corynebacteriales

M o__Synergistales

B Others

B g__Lactobacillus

B g__Actinomyces

M g__Propionibacterium
g__Prevotella

M g__Olsenella
g__Streptococcus

0 g__Corynebacterium

B g__Leptotrichia
g__Selenomonas

M g__Parascardovia

B Others

Appendix Figure 6. Percent of top 10 microbial members in each carious sample.
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B c__Bacilli

B c__Actinobacteria

B c__Bacteroidia
c__Coriobacteriia

B c__Negativicutes
c__Fusobacteriia

- I c__Synergistia

B c__Betaproteobacteria
c__Clostridia

B c__Flavobacteriia

B Others

B f__Lactobacillaceae

- Ef_Actinomycetaceae

M f__Prevotellaceae
f__Atopobiaceae

M f__Propionibacteriaceae
f__Streptococcaceae

- I f_Selenomonadaceae

B f__Bifidobacteriaceae
f__Corynebacteriaceae

B f__Leptotrichiaceae

B Others

M s__Propionibacterium acidifaciens

B s__Lactobacillus gasseri

B s__Streptococcus mutans
s__Actinomyces dentalis

B s__Actinomyces sp. oral taxon 414
s__Olsenella profusa

0 s__Corynebacterium matruchotii

B s__lLactobacillus vaginalis
s__Prevotella multisaccharivorax

B s__Lactobacillus oris

B Others



