Table S1. Primer sequences used in this study
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Gene Species Forward Primer (5°-3”) Reverse Primer (5°-3”)
NOVAL | Human | AATGTGGCCAAGACAGAACC | TGGGATCAGATGGAGAGGAC
GRIN3A | Human CTGCTGCTACCACGAATCAA TTGGTCTTGAAATGCTGCTG

VIM Human GAGAACTTTGCCGTTGAAGC TCCAGCAGCTTCCTGTAGGT




Table S2: Gene targets of miR-128 and miR-378 (NGS data)

Gene name Target of Log fold P-value Adj.p- Total reads
change value

ABCA1l miR-128 -0.26 4.95E-14 3.13E-13 11497
ABCC5 miR-128 -0.04 0.11 0.18 22135
ABCG1 miR-378 -0.19 0.0013 0.0031 2861
AHI1 miR-378 -0.07 0.17 0.24 4842
AKT3 miR-378 -0.25 1.37E-26 1.64E-25 34790
ALCAM miR-378 -0.24 3.13E-23 3.23E-22 28549
ANO1 miR-378 -0.48 1.24E-06 4.35E-06 879
ARID5B miR-378 -0.32 7.29E-29 9.36E-28 11847
BAG2 miR-128 -0.30 2.26E-11 1.19E-10 4616
BAX miR-128 -0.06 0.07 0.11 12146
BAZ2B miR-128 -0.38 1.71E-56 5.39E-55 21602
BICD1 miR-378 -0.23 6.88E-15 4.59E-14 14212
BMI1 miR-128 -0.47 2.24E-05 6.86E-05 710
BRAF miR-378 0.00 0.97 0.99 3118
Cllorf49 miR-378 -0.09 0.0071 0.015 10066
Clorfl44 miR-128 -0.33 1.64E-36 2.8E-35 23098
CELSR3 miR-378 -0.08 0.0014 0.0033 40623
CITED2 miR-128 -0.56 1.9E-106 1.7E-104 18849
CNTN5 miR-378 -0.65 4.67E-13 2.7T7TE-12 1049
DCX miR-128 -0.50 1.8E-206 6.1E-204 174609
DOCK2 miR-378 -0.41 4.48E-09 1.98E-08 1672
E2F5 miR-128 -0.20 3.63E-09 1.61E-08 6612
EHD1 miR-378 -0.33 2.39E-47 5.73E-46 34446
EIFAG3 miR-378 -0.12 9.61E-07 3.39E-06 23263
ELAC1 miR-378 -0.13 0.08 0.13 1847
EPHB1 miR-128 -0.16 1.1E-08 4.68E-08 12967
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Figure S1. Negative correlation between the miRNAs and their target genes expression in each BD drug treated NT2-N sample (n=6 per
treatment group). miR-128 (a), miR-378 (b) (p<0.05 for all genes)
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Figure S2. Successful inhibition of miR-128 and miR-378 in NT2-N cells. ** p<0.01, *** p<0.001



