
Supplementary Table 1. The 50 eOTUs which differ most significantly between Caucasians and non-Caucasians 

 Kingdom  Phylum  Class  Order  Family  Genus  Species  logFC  AveExpr  adj.P.Val  

416  k__Bacteria  p__Bacteroidetes  c__Bacteroidia  o__Bacteroidales  f__Prevotellaceae  g__Prevotella  s__97otu12794  -1.4215  13.9793  0.0006  

1036  k__Archaea  p__Euryarchaeota  c__Methanobacteria  o__Methanobacteriales  f__WSA2  g__94otu44454  s__97otu69692  -1.3590  14.1626  0.0006  

844  k__Bacteria  p__Bacteroidetes  c__Bacteroidia  o__Bacteroidales  f__Prevotellaceae  g__Prevotella  s__97otu40489  -0.8126  14.4122  0.0006  

391  k__Bacteria  p__Chloroflexi  c__Anaerolineae  o__DRC31  f__91otu502  g__94otu17933  s__97otu77869  -1.0503  14.5478  0.0013  

959  k__Bacteria  p__Tenericutes  c__Mollicutes  o__unclassified  f__unclassified  g__unclassified  s__unclassified  0.9137  13.7969  0.0013  

524  k__Bacteria  p__Actinobacteria  c__Actinobacteria  o__Actinomycetales  f__Actinomycetaceae  g__Actinomyces  s__97otu82913  -1.2492  14.4182  0.0013  

603  k__Bacteria  p__Firmicutes  c__Clostridia  o__Clostridiales  f__Lachnospiraceae  g__Coprococcus  s__97otu64564  0.7555  14.1698  0.0013  

1078  k__Bacteria  p__Acidobacteria  c__Acidobacteria-6  o__iii1-15  f__91otu412  g__94otu34630  s__unclassified  -1.4311  14.1307  0.0013  

1112  k__Bacteria  p__Firmicutes  c__Clostridia  o__Clostridiales  f__unclassified  g__unclassified  s__unclassified  1.1640  13.8271  0.0013  

966  k__Bacteria  p__GOUTA4  c__79otu1048  o__85otu2390  f__unclassified  g__unclassified  s__unclassified  -1.1049  14.3480  0.0018  

108  k__Bacteria  p__GN02  c__3BR-5F  o__85otu4553  f__91otu6576  g__94otu41797  s__97otu93685  -1.8081  13.7443  0.0018  

1079  k__Bacteria  p__Acidobacteria  c__Acidobacteria-6  o__iii1-15  f__91otu412  g__unclassified  s__unclassified  -0.9822  14.3700  0.0021  

823  k__Bacteria  p__Firmicutes  c__Clostridia  o__Clostridiales  f__Veillonellaceae  g__Dialister  s__97otu41320  -1.2538  13.8805  0.0024  

92  k__Archaea  p__Euryarchaeota  c__Methanobacteria  o__Methanobacteriales  f__WSA2  g__94otu44454  s__97otu69692  -0.9438  14.6566  0.0025  

1150  k__Bacteria  p__Bacteroidetes  c__Bacteroidia  o__Bacteroidales  f__Prevotellaceae  g__Prevotella  s__copri  -0.6650  14.5691  0.0027  

967  k__Bacteria  p__Actinobacteria  c__Actinobacteria  o__Actinomycetales  f__Micrococcaceae  g__Rothia  s__dentocariosa  -0.3430  14.9882  0.0027  

877  k__Bacteria  p__Synergistetes  c__Synergistia  o__Synergistales  f__Synergistaceae  g__Candidatus Tammella  s__unclassified  -1.0331  14.4211  0.0027  

1061  k__Bacteria  p__Verrucomicrobia  c__unclassified  o__unclassified  f__unclassified  g__unclassified  s__unclassified  -0.4354  14.8103  0.0027  

985  k__Bacteria  p__Planctomycetes  c__Phycisphaerae  o__Phycisphaerales  f__Phycisphaeraceae  g__94otu18992  s__97otu20898  -0.4994  14.7290  0.0027  

502  k__Bacteria  p__Proteobacteria  c__Gammaproteobacteria  o__Thiotrichales  f__Piscirickettsiaceae  g__unclassified  s__unclassified  -1.3553  13.9323  0.0027  



 Kingdom  Phylum  Class  Order  Family  Genus  Species  logFC  AveExpr  adj.P.Val  

490  k__Bacteria  p__TM7  c__TM7-3  o__85otu3817  f__91otu5010  g__94otu1115  s__97otu70232  -1.0169  14.5537  0.0027  

395  k__Bacteria  p__Actinobacteria  c__Actinobacteria  o__Actinomycetales  f__Micrococcaceae  g__Micrococcus  s__luteus  -0.3385  14.9380  0.0027  

44  k__Bacteria  p__Firmicutes  c__Clostridia  o__Clostridiales  f__unclassified  g__unclassified  s__unclassified  -1.4894  14.2046  0.0027  

467  k__Bacteria  p__WS3  c__PRR-12  o__wb1_H11  f__91otu7203  g__94otu36811  s__97otu40955  -1.7173  13.9210  0.0027  

1067  k__Bacteria  p__OP3  c__PBS-25  o__unclassified  f__unclassified  g__unclassified  s__unclassified  -1.3663  13.8793  0.0027  

560  k__Bacteria  p__Proteobacteria  c__unclassified  o__unclassified  f__unclassified  g__unclassified  s__unclassified  0.9187  14.0934  0.0027  

351  k__Bacteria  p__Planctomycetes  c__Planctomycetia  o__Pirellulales  f__Pirellulaceae  g__94otu17403  s__97otu30321  0.8816  13.8155  0.0027  

602  k__Bacteria  p__Firmicutes  c__Clostridia  o__Clostridiales  f__unclassified  g__unclassified  s__unclassified  0.4085  14.7107  0.0028  

735  k__Bacteria  p__TM6  c__SBRH58  o__85otu587  f__unclassified  g__unclassified  s__unclassified  -0.6248  14.7034  0.0032  

373  k__Bacteria  p__Nitrospirae  c__Nitrospira  o__Nitrospirales  f__Nitrospiraceae  g__unclassified  s__unclassified  -0.6411  14.7013  0.0032  

4  k__Bacteria  p__Firmicutes  c__Bacilli  o__Lactobacillales  f__Aerococcaceae  g__Aerococcus  s__unclassified  -1.6090  13.8243  0.0032  

191  k__Bacteria  p__Firmicutes  c__Clostridia  o__Clostridiales  f__Lachnospiraceae  g__unclassified  s__unclassified  0.7057  14.2130  0.0032  

784  k__Bacteria  p__Firmicutes  c__Bacilli  o__Gemellales  f__Gemellaceae  g__94otu3263  s__97otu90214  1.0851  13.5984  0.0034  

295  k__Bacteria  p__Bacteroidetes  c__Bacteroidia  o__Bacteroidales  f__Prevotellaceae  g__Prevotella  s__97otu13792  -1.4091  13.9243  0.0034  

728  k__Bacteria  p__Bacteroidetes  c__Bacteroidia  o__Bacteroidales  f__unclassified  g__unclassified  s__unclassified  -0.7302  14.5335  0.0034  

1111  k__Bacteria  p__Firmicutes  c__Clostridia  o__Clostridiales  f__Lachnospiraceae  g__unclassified  s__unclassified  0.8293  14.0110  0.0034  

392  k__Bacteria  p__Actinobacteria  c__Actinobacteria  o__Actinomycetales  f__Jonesiaceae  g__Jonesia  s__unclassified  -1.0859  14.2848  0.0035  

614  k__Bacteria  p__Planctomycetes  c__Planctomycetia  o__Pirellulales  f__Pirellulaceae  g__unclassified  s__unclassified  1.0975  13.6697  0.0038  

634  k__Bacteria  p__Gemmatimonadetes  c__Gemmatimonadetes  o__85otu3181  f__91otu12060  g__94otu38182  s__97otu50772  -0.3968  14.9032  0.0039  

505  k__Bacteria  p__Cyanobacteria  c__Chloroplast  o__Chlorophyta  f__unclassified  g__unclassified  s__unclassified  0.8198  14.2423  0.0039  

651  k__Bacteria  p__Cyanobacteria  c__Synechococcophycideae  o__Pseudanabaenales  f__Pseudanabaenaceae  g__Leptolyngbya  s__97otu52642  -0.8428  14.5381  0.0039  
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809  k__Bacteria  p__Firmicutes  c__Clostridia  o__Clostridiales  f__unclassified  g__unclassified  s__unclassified  0.4183  14.6308  0.0039  

168  k__Bacteria  p__Actinobacteria  c__Actinobacteria  o__Actinomycetales  f__Corynebacteriaceae  g__Corynebacterium  s__97otu98085  -0.6759  14.7647  0.0039  

460  k__Bacteria  p__Firmicutes  c__Bacilli  o__Lactobacillales  f__unclassified  g__unclassified  s__unclassified  0.9403  14.1195  0.0039  

604  k__Bacteria  p__Firmicutes  c__Clostridia  o__Clostridiales  f__unclassified  g__unclassified  s__unclassified  0.7496  13.7891  0.0040  

483  k__Bacteria  p__Chloroflexi  c__Anaerolineae  o__OPB11  f__91otu11475  g__94otu11889  s__97otu58926  -0.4463  14.8311  0.0041  

964  k__Bacteria  p__Tenericutes  c__Mollicutes  o__Entomoplasmatales  f__91otu7806  g__94otu23002  s__97otu25214  -0.3973  14.9415  0.0045  

878  k__Bacteria  p__Lentisphaerae  c__[Lentisphaeria]  o__Z20  f__91otu4386  g__94otu10195  s__97otu11786  0.6487  14.3729  0.0045  

1053  k__Bacteria  p__Chloroflexi  c__Anaerolineae  o__SBR1031  f__A4b  g__94otu28576  s__97otu31477  0.8406  14.0663  0.0048  

1075  k__Bacteria  p__Acidobacteria  c__Acidobacteria-6  o__iii1-15  f__unclassified  g__unclassified  s__unclassified  0.4700  14.6418  0.0048 

 


