
Table 1 

GENE GENE SYMBOL LOGFCa P VALUE 
Ubiquitin Like with PHD And Ring Finger Domains1 UHRF1 -1.244 0.00135 
DNA Methyltransferase 1 DNMT1 -1.366 0.00034 
DNA Methyltransferase 3 Alpha DNMT3A -0.579 0.1519 
DNA Methyltransferase 3 Beta DNMT3B -0.317 0.4412 
Histone Deacetylase 1 HDAC1 -0.206 0.6556 
Histone Deacetylase 4 HDAC4 -0.888 0.0059 
Histone Deacetylase 9 HDAC9 -1.169 0.017 
Euchromatic histone-lysine N-methyltransferase 2  EHMT2 (G9A) -0.151 0.69 
Lysine-specific histone demethylase 1B LSD2 (KDM1B) -1.303 0.0075 
Histone-lysine N-methyltransferase 2C MLL3 (KMT2C) -2.026 3.88E-05 
Histone-lysine N-methyltransferase 2D MLL4 (KMT2D) -1.6169 0.000650 
Histone-lysine N-methyltransferase 2E MLL5 (KMT2E) -1.4187 0.00348 
Histone-lysine N-methyltransferase 2A MLL1 (KMT2A) -2.2299 5.31E-06 
Histone-lysine N-methyltransferase 2B MLL2 (KMT2B) -3.51210 0.00646 

aFold change treated vs control. 

 

Table 2 

GENE GENE SYMBOL LOGFCa P VALUE 
Deleted in Liver Cancer 1 DLC1 1.0750 0.034 
Peroxisome proliferator activated receptor gamma PPARG 3.23710 1 
Suppressor of tumorigenicity protein 7 ST7 0.251 0.6348 
Forkhead box O6 FOXO6 1.253 0.0766 
Tet methylcytosine dioxygenase 2 TET2 0.3445 0.49 
Cytochrome P450 1B1 CYP1B1 0.7971 0.560 
Sal-like protein 4 SALL4 4.4400 0.60 
DNA damage inducible transcript 3 DDIT3 2.547459 7.44E-07 
CDKN2A-interacting protein N-terminal like CDKN2AIPNL 0.979193 0.040516 

aFold change treated vs control. 

 

 

Table 3 

GENE GENE SYMBOL LOGFCa P VALUE 
Ras Like Family 11 Member B RASL11B 7.332267 4.93E-05 
Ras Related Dexamethasone Induced 1 RASD1 6.243450 1.08E-18 
G Protein Subunit Gamma 3 GNG3 6.09659 0.01412 
BCL2 Associated Agonist of Cell Death BAD 1.5151853 0.002220 
BCL2 Interacting Killer BIK 1.288192 0.0091472 

aFold change treated vs control. 



 


