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Table S1. Calculated rate constants for the dissociation of the Xaa-Pro-Gly-Gly peptides 
obtained from fits of the kinetics data.  
 
Sequence 70 °C 80 °C 90 °C 
APGGa 1.4 ± 0.1 × 10-2 3.5 ± 0.5 × 10-2 6.6 ± 0.5 × 10-2 

DPGG 1.3 ± 0.0 × 10-2 2.7 ± 0.2 × 10-2 5.1 ± 0.5 × 10-2 

EPGG 1.0 ± 0.1 × 10-2 2.3 ± 0.1 × 10-2 3.6 ± 0.4 × 10-2 

FPGGa 1.2 ± 0.1 × 10-2 3.3 ± 0.3 × 10-2 6.5 ± 0.4 × 10-2 

GPGGa 4.1 ± 0.2 × 10-3 1.1 ± 0.2 × 10-2 1.9 ± 0.2 × 10-2 

HPGG 1.2 ± 0.1 × 10-2 2.9 ± 0.3 × 10-2 6.3 ± 0.6 × 10-2 

IPGGa 9.9 ± 0.5 × 10-3 2.3 ± 0.1 × 10-2 4.3 ± 0.3 × 10-2 

KPGG 9.5 ± 0.3 × 10-3 2.1 ± 0.2 × 10-2 1.2 ± 0.2 × 10-1 

LPGGa 1.3 ± 0.0 × 10-2 4.0 ± 0.3 × 10-2 9.0 ± 1.0 × 10-2 

MPGG 8.7 ± 0.3 × 10-3 2.7 ± 0.3 × 10-2 4.6 ± 0.6 × 10-2 

NPGG 1.3 ± 0.1 × 10-2 2.9 ± 0.5 × 10-2 5.6 ± 1.0 × 10-2 

PPGGa 7.4 ± 0.5 × 10-3 1.6 ± 0.2 × 10-2 3.3 ± 0.6 × 10-2 

QPGG 3.4 ± 0.7 × 10-2 9.1 ± 0.8 × 10-2 1.8 ± 0.3 × 10-1 

RPGG 1.5 ± 0.2 × 10-2 3.8 ± 0.7 × 10-2 15.4 ± 5.6 × 10-2

SPGGa 1.6 ± 0.1 × 10-2 3.2 ± 0.3 × 10-2 7.2 ± 1.2 × 10-2 

TPGGa 1.5 ± 0.2 × 10-2 3.4 ± 0.1 × 10-2 6.2 ± 0.6 × 10-2 

VPGGa 9.5 ± 0.2 × 10-3 2.2 ± 0.1 × 10-2 4.9 ± 0.3 × 10-2 

WPGG 5.0 ± 0.5 × 10-3 1.2 ± 0.1 × 10-2 3.3 ± 0.1 × 10-2 

YPGG 4.6 ± 0.5 × 10-3 8.7 ± 0.3 × 10-3 2.2 ± 0.3 × 10-2 

 
a Signifies peptides which were fit best by including an intermediate step prior to dissociation.  
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